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6 
PRT 

Escherichia coli 



slON_TER 
1) 



ION_TER 
26) . .) 



ELIX 
6) . . (12) 
ALLpha-helix B 



<220> 

<221> SIMILAR 
<222> (ll . . (26) 

<223> Thils structure is highly conserved across 
baqterial RecA and homologous eukaryotic, 
'arcp^eal, and viral proteins; sequence below is 



1 

• # 

from E. coli RecA positions 40-65 
<400> 1 

lie Ser Thr Gly Ser Leu Ser Leu Asp lie Ala Leu Gly Ala Gly Gly 
1 5 10 15 

Leu Pro Met Gly Arg lie Val Glu lie Tyr 
20 25 



<210> 2 
<211> 26 
<212> PRT 

<213> Escherichia coli 
<220> 

<221> NONJTER 
<222> (1) 

<220> 

<221> NON_TER 
<222> (26) 

<220> 

<221> HELIX 
<222> (6) . . (12) 
<223> Alpha-helix B 

<220> 

<221> STRAND 
<222> (22) . . (26) 
<223> Beta-strand 1 

<220> 

<221> SIMILAR 
<222> (1) . . (26) 

<223> Non 'Xaa 1 residues are the invariant MAW-motif 
residues in RecA and its homologs 

<220> 

<221> SITE 
<222> (1) 

<223> This site is not invariant across RecA homologs 
and has observed to contain lie, Phe, Met, The, 
Val, Tyr, or Leu 

<220> 

<221> C SIT'E ' 



2 



<222> (2) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Ser, Gly, Lys, 
Pro, The, or Arg 

<220> 

<221> SITE 
<222> (3) 

<223> This site is not invariant across RecA homologs 

and has been observed to contain The, Ser, or Trp 

<220> 

<221> SITE 
<222> (4) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Gly, Arg, Ala, 
Lys, Asn, or Gin 

<220> 

<221> SITE 
<222> (5) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Ser, Ala, Cys, 
lie, Asn, Asp, or Phe 



<220> 

<221> SITE 
<222> (6) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Leu, lie, The, 
Val, Tyr, Lys, Gin, Asp, Pro, or Arg 

<220> 

<221> SITE 
<222> (7) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Ser, Ala, Asp, 
Gly, Leu, Met, The, Val, Tyr, Glu, Asn, or Gin 

<220> 

<221> SITE 
<222> (8) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Leu, lie, Val, 
Phe, or Met 



<220> 

<221>" SITE 
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<222> (9) 

<223> This site is not invariant across RecA homologs 
and has been oberved to contain Asp or Asn 



<220> 

<221> SITE 
<222> (10) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain lie, Ala, Glu, 
Gly, Leu, Asn, Gin, Arg, Ser, The, Val, Lys, or 
Asp 

<220> 

<221> SITE 
<222> (11) 

<223> This site is not invariant across RecA homologs 

and has been observed to contain Ala, lie, Leu, or 
Val 



<220> 

<221> SITE 
<222> (12) 

<223> This site is not invariant across RecA homologs 

and has been observed to contain Leu, Met, or The 



<220> 

<221> SITE 
<222> (13) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Gly, Gin, Ala, 
Asn, or Ser 



<220> 

<221> SITE 
<222> (14) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Ala, lie, Ser, 
The, Val, Gly, or Leu, and this site is not 
present in some homologs 

<220> 

<221> SITE 
<222> (17) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Leu, Phe, lie, 
Val, Tyr, or Met 

<220>* 



<221> SITE 
<222> (18) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Pro, Glu, Met, 
Phe, Gin, Arg, or Val 

<220> 

<221> SITE 
<222> (19) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Met, Gly, Lys, 
Arg, The, Ala, Pro, or Ser 

<220> 

<221> SITE 
<222> (20) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Gly, Leu, Met, 
Ala, His, Gin, or Arg 

<220> 

<221> SITE 
<222> (21) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Arg, Gin, Ser, 
Gly, The, or Val 

<220> 

<221> SITE 
<222> (22) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain lie, Val, Ala, 
Leu, or Met 

<220> 

<221> SITE 
<222> (23) 

<223> This site is not invariant across RecA homologs 

and has been observed to contain Val, lie, The, or 
Tyr 

<220> 

<221> SITE 
<222> (25) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain lie, Val, Ala, 
Leu, Met, or Phe 
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<220> 

<221> SITE 
<222> (26) 

<223> This site is not invariant across RecA homologs 
and has been observed to contain Tyr, Phe, Ala, 
Gly, or Val 

<400> 2 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Gly Gly 
15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Glu Xaa Xaa 
20 25 



<210> 3 
<211> 26 
<212> PRT 

<213> Escherichia coli 
<220> 

<221> NON_TER 
<222> (1) 

<220> 

<221> NON_TER 
<222> (26) 

<220> 

<221> HELIX 
<222> (.6) . . (12) 
<223> Alpha-helix B 

<220> 

<221> STRAND 
<222> (22) . . (26) 
<223> Beta-strand 1 

<220> 

<221> SIMILAR 
<222> (1) . . (26) 

<223> Non "Xaa" residues are the invariant and 

semiconservative elements of the MAW motif in RecA 
and its homologs 

<220> 

<221> SITE 
<222>" (2) * 
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<223> This site is neither invariant nor 

semiconservative across RecA homologs and has been 
observed to contain Ser, Gly, Lys, Pro, The, or 
Arg 

<220> 

<221> SITE 
<222> (5) 

<223> This site is neither invariant nor 

semiconservative across RecA homologs and has been 
observed to contain Ser, Ala, Cys, lie, Asn, Asp, 
or Phe 

<220> 

<221> SITE 
<222> (6) 

<223> This site is neither invariant nor 

semiconservative across RecA homologs and has been 
observed to contain Leu, lie, The, Val, Tyr, Lys, 
Gin, Asp, Pro, or Arg 

<220> 

<221> SITE 
<222> (7) 

<223> This site is neither invariant nor 

semiconservative across RecA homologs and has been 
observed to contain Ser, Ala, Asp, Gly, Leu, Met, 
The, Val, Tyr, Glu, Asn, or Gin 

<220> 

<221> SITE 
<222> (10) 

<223> This site is neither invariant nor 

semiconservative across RecA homologs and has been 
observed to contain lie, Ala, Glu, Gly, Leu, Asn; 
Gin, Arg, Ser, The, Val, Lys, or Asp 

<220> 

<221> SITE 
<222> (13) 

<223> This site is neither invariant nor 

semiconservative across RecA homologs and has been 
observed to contain Gly, Gin, Ala, Asn, or Ser 

<220> 

<221> SITE 
<222> (14) 

<223;> This" site is neither invariant nor 
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semiconservative across RecA homologs and has been 
observed to contain Ala, lie, Ser, The, Val, Gly, 
or Leu, and :his site is not present in some 
homologs 

<220> 

<221> SITE 
<222> (18) 

<223> This site is neither invariant nor 

semiconservative across RecA homologs and has been 
observed to contain Pro, Glu, Met, Phe, Gin, Arg, 
or Val 

<220> 

<221> SITE 
<222> (19) 

<223> This site is heither invariant nor 

semiconservative across RecA homologs and has been 
observed to contain Met, Gly, Lys, Arg, The, .Ala, 
Pro, or Ser 



<220> 

<221> SITE 
<222> (21) 

<223> This site is n 
semiconservati 
observed to coi 
Val 



either invariant nor 

re across RecA homologs and has been 
tain Arg, Gin, Ser, Gly, The, or 



<400> 3 

He Xaa Thr Gly Xaa 
1 5 



Leu Xaa Xaa Gly Xaa I 
20 



X^a Xaa Leu Asp Xaa Ala Leu Xaa Xaa Gly Gly 
10 15 



Le Val Glu He Tyr 
25 
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